Alkaliphilic streptomycetes strains were included in our HPLC-diode array screening program for detection of novel secondary metabolites. Strain AK 623, which was isolated from a pine wood soil collected at Hamsterley Forest, County Durham, UK, became attractive because of the appearance of a prominent peak in the HPLC chromatogram which did not correspond to any of the 700 reference compounds stored in our HPLC-UV VisDatabase2). The structure of the isolated metabolite was elucidated as a new derivative of lactonamycin3-5) and named lactonamycin Z (1). The structure is shown in Fig. 1 .
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Strain AK 623 was examined for a number of key properties known to be of value in streptomycete systematic6,7). It was apparent from the resultant 16S rRNA gene sequence, and morphological and associated data that the organism should be classified as Streptomyces sanglieri8).
Batch fermentations of strain AK 623 were carried out in 20-liter fermentors equipped with an intensor system (b20; Giovanola in the 1H NMR spectrum. The gross structure of the aglycon was determined as lactonamycinon from abundant HMBC connectivities including several 4JCH couplings (Fig.  2a) . The gross structure of the sugar moiety was established from proton-proton couplings traced through a DQF-COSY spectrum and confirmed by HMBC connectivities (Fig. 2a) .
The O-glycosidic linkage between lactonamycinon and the sugar moiety was reflected in the HMBC cross peak between 1'-H and C-5a.
The relative stereochemistry of the sugar moiety was coupling constant information extracted from 1H NMR (Table 1) and DQF-COSY spectra and corroborated by ROESY data (Fig. 2b) . The small splitting of the dublet signal of 1'-H in the 1H NMR spectrum (J=3.7Hz) and the the equatorial positions of 1'-H and CH3-6', the latter necessitating an axial position of 5'-H which was confirmed by the large diaxial coupling constant observed between 5'-H and 4'-H (J=10.1Hz). As both coupling constants observed between 3'-H and 2'-H2 in the DQF-COSY spectrum were small (J=3.4Hz), 3'-H was assigned an equatorial position. The diastereotopic assignment of 2'-H2 was made on the basis of a slightly larger coupling constant between 1'-Heq and 2'-Hax (J=3,6Hz) than between 1'-Heq and 2'-Heq (J=2.6Hz) and observation of a strong ROE between 2'-Hax and 4'-Hax.
In summary, the structure elucidation revealed 1 to be closely related to lactonamycin, differing solely by the presence of an hydroxy group at C-3' and the relative stereochemistry at C-4' of the sugar moiety. Further DEC. 2003 differences are possible with respect to the absolute configuration, which has been determined for lactonamycin by X-ray crystallographic and optical rotation analysis5).
The antibacterial activities of 1 were determined by an agar plate diffusion assay. A weak activity against Grampositive bacteria was detected as shown in Table 2 . The antitumor activity of 1 was tested according to NCI guidelines9) with human cell lines from gastric adenocarcinoma (HMO2), breast carcinoma (MCF 7), and hepatocellular carcinoma (Hep G2). 1 strongly inhibited the the effects on MCF 7 and Hep G2 cell lines were less pronounced.
The growth is inhibited in the G2/M cell cycle phase. The results are summarised in Table 3 . 
